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A2.3.1—Structural features common to viruses
A2.3.2—Diversity of structure in virusesHL

Viruses are obligate intracellular parasites

require a host cell for energy, nutrition, metabolism and replication
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A2.3.3—Lytic cycle of a virus.    A.2.3.4—Lysogenic cycle of a virus
A2.3.5—Evidence for several origins of viruses from other organisms.   A2.3.6—Rapid evolution in virusesHL
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