
https://www.interaliamag.org/articles/
david-goodsell-molecular-landscapes/

1

A

Theme : Unity and Diversity
Level of Organization : Molecules

Written and drawn by :

PETER MARIER

https://www.interaliamag.org/articles/david-goodsell-molecular-landscapes/
https://www.noteworthyscience.com/






A1.2.2—Components of a nucleotide          A1.2.3—Sugar–phosphate bonding and the sugar–phosphate “backbone” of 
DNA and RNA.      A1.2.4—Bases in each nucleic acid that form the basis of a code.     A1.2.6—DNA as a double helix made 
of two antiparallel strands of nucleotides with two strands linked by hydrogen bonding between complementary base pairs=>>>>

DNA is a macromolecule , which is a polymer ,
made from many repeating Purines : 2-ringed structure Pyrimidines : I-ringed structuremonomers

~ I nitrogenous base nitrogenous base
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A1.2.4—Bases in each nucleic acid that form the basis of a code.        A1.2.5—RNA as a polymer formed by 
condensation of nucleotide monomers.       A1.2.7—Differences between DNA and RNA

Like DNA
,
RNA is a polymer polynucleotide made of nucleotides DNA RNA

However, as its name Ribonucleic acid suggests, its composition is slightly different nucleic acids composed of nucleotides
nucleotides comprise of a phosphate group

Nucleotide · nucleotides comprise of the nitrogenous bases Adenine
, Cytosine and Guanine

backbones are joined with phosphodiester bonds
& composed of Carbon

, Oxygen , Hydrogen , Nitrogen , Phosphorus nitrogenous bases form hydrogen bonds via complementary base pairing
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the sequence of RNA nitrogenous bases code for information although typically temporarily · DNA used as long-term hereditary storage for all living organisms
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genetic information is stored as genes where it can be transcribed and translated into proteins

Sugar-Phosphatebackbone RNA structure
· Messenger RNA mRNA synthesized complementarily from a DNA gene during transcriptiono

RNA forms abackbone' made by phosphodiester RNA is a single-stranded polymer carries information necessary to make a protein during translation
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.
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A1.2.1—DNA as the genetic material of all living organisms.         A1.2.8—Role of complementary base pairing in allowing genetic 
information to be replicated and expressed.         A1.2.9—Diversity of possible DNA base sequences and the limitless capacity of DNA 
for storing information.    A1.2.10—Conservation of the genetic code across all life forms as evidence of universal common ancestry. >>>>>>

All living organisms use DNA as genetic material : information in the form of genes that can be passed from parent to offspring Some viruses use DNA and others use RNA as genetic material
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In eukaryotes ,
DNA is found within the nucleus of cells
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whereas in prokaryotes within cytoplasmcell structure A2.
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Although DNA has only 4 bases the order in which they combine is limitless
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A1.2.11—Directionality of RNA and DNA.       
A1.2.12—Purine-to-pyrimidine bonding as a component of DNA helix stability.      

A1.2.13—Structure of a nucleosome
HL
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Academic_Programs/Departments/BioDev/
omm/jsmol/nucleosome/nucleosome.html

https://proteopedia.org/wiki/index.php/
Nucleosome_structure
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of DNA and RNA impacts biological processes
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A more specific manner to describe the direction' of DNA and RNA
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As mentioned previously ,
each nitrogenous base pair is composed of 1 purine
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A1.2.14—Evidence from the Hershey–Chase experiment for DNA as the genetic material
A1.2.15—Chargaff’s data on the relative amounts of pyrimidine and purine bases across diverse life formsHL
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DNA timeline
Chargaff experiment

Nucleosome
Crystal structure of 
human nucleosome 
core particle

COMPLEX BETWEEN 
NUCLEOSOME CORE 
PARTICLE (H3,H4,H2A,H2B) 
AND 146 BP LONG DNA 
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